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Registration

[Symposium I] Expanding clinical application of NGS

1. Screening risk individuals in health check up

das (M2olntettira)

2. Personal identification and chimerism assay by NGS
X2 (=Hgkol)

[y}

3. NGS-based HLA typing 2IR5] (AM[2]Th)

Molecular drivers of inherited hematopoietic malignancies

[Luncheon Symposium I]

[Symposium IlI] Emerging concepts in genomic diagnosis

1. Germline mosaicism in neurologic disorders 224 (1A[2ch)

2. The scope of hereditary tumor syndrome is expanding in the
NGS era LHOIEH)

O|O?U(

3. Precision genomics and treatment in neuromuscular disorders
Ol&et (Ol=telch)

[Symposium V] Recent advances in clinical genetics and genomics

1. Epilepsy-related disorders YET (M=2lHH)

2. NGS-quided precision medicine in inherited eye disorders
SHEIR (AM|2IEh)

3. Immune deficiency

[Symposium II] Back to basics: Karyotyping

1. Culture & slide preparation =S (MEd2EY)
2. Reading & interpretation of karyotyping

3. Pointissues in past karyotyping proficiency tests 43| (PFd2lcH)

Coffee Break / 7|7| 2zt

[Plenary Lecture I]

[Luncheon Symposium II]

[Symposium IV] SHEAEIZ2 3|4 A=

1. = REYEEEE & [EOHIUAYEY Lirye)
2. R LE Sl ARG A=z (HHolt)
3. R AE 2RI 2P ABC A (RA|H)

Coffee Break / 7|7| 2zt

[Symposium VI] Biochemical diagnosis of
relatively common inherited metabolic diseases

1. Urea cycle disorders and hyperammonemia  0|Z£ (MZ2|oh)

2. Disorders of carnitine cycle and fatty acid oxidation disorders
LM (=5YALI 2L

3. Galactosemia QbMSd (MEe|fetoi4)
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[Education I] et=ZRHXIHAVEIL2I-CYBHEICL R Hele| S|

1. 2019 QEXIHAP | 2F RO M| & AIAF UHIARSE 0|82 (stzlo|ch)

[ | — o —
2. A ARS 0| 8et A HAr KBS (FUALRE L)
3. AAEEE 4 - HAM 2Y OFYA (OpEolTh)
4, AEEE 2Y - 2Xed ZXf (=Ko 2T
5. tAMEEE 48 - MR O|TIA (eraUxtziofstel)

Mark D. Ewalt (University of Colorado School of Medicine, USA)
[Luncheon Symposium IlI]

[Education II] NGS data £19| sixjie} Ojzf

1. Data analysis of DNA-Seq g (g2l
2. Data analysis of RNA-Seq Ol&d (Tdelth)
3. Deep learning for genomics GES (M=)

REXAA L] Al 2} Y22
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MALG (FHE2feh)

2. SHXIRHi ol Mard HE Y= (Sttelt)
3. @MY EMZ 0|80t SYHO| HE 20| (etajo|ch)
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08:30 - 09:00 Registration
09:00 - 10:30 [Symposium VII] Clinical applications of droplet digital PCR (ddPCR) [Symposium Vil] Microbiome and metagenomics [Education IV] Practical considerations in NGS testing
1. ddPCR: Technical considerations for use as a diagnostic molecular 1. Specimen handling for microbial community research 1. Wet procedures and instruments for NGS preparation
tool O[O (R1AM2lch) YYT! (Fz]elch) FLH (MHIS| 2 XHTH
2. Plasma EGFR detection in non-small cell lung cancer 2. Analytical tools for metagenomics research 2. Overcoming bias and systematic errors of NGS testing
LR (AM12ITH) Ye= (Fr Hynrst) B (geterelr)
3. Molecular diagnosis of tuberculosis using ddPCR 41412 (44 2|CH) 3. Human virome ZHUE (Mt s EEaretA1) 3. Reanalysis of sequencing data to increase diagnostic yield
YE (ANl
10:30-11:00 Coffee Break / 7|7| 2t
11:00 - 12:00 [Plenary Lecture II]
Identification of molecular resistance to targeted therapy in chronic myeloid leukemia YEH (du2telth)
12:00-13:10 [Luncheon Symposium IV] [Luncheon Symposium V] [Luncheon Symposium VI]
13:10 - 14:40 [Industrial Workshop] [Oral Presentation I] [Oral Presentation II]
14:40 - 15:00 Coffee Break / 7|7 |2tz
[Symposium IX] Genomic prediction . . . . [Education V] Guidelines for variant interpretation
:00 - 16: . Symposium X] NGS in molecular microbiolo . . .
TSR0 = 5k of susceptibility to complex trait disease [Symposiu ] ! " ! lology : Updates & practical considerations
1. Breast cancer explained as a complex trait disease 1. Bacterial Identification using NGS BS2 (TAMIITH) 1. AMP/CAP recommendation: Standards and guidelines for
Olghd (Me2lch) idati ioi ics pipeli x xito
=2 2. Strain typing using NGS KBt (oIHolH) validating NGS bioinformatics pipelines | TEH (Ztolrh)
2. Identification of genetic factors influencing type 2 diabetes . . . . 2. Standardized protocols for sequence variants related to specific
Z2 A (St24cH BjolC| st 3. Detection of mycobacterial resistance using NGS , ) o
and related ol (e =gl {3y (S ToltH) diseases: Current challenges and future directions
B He EOJoH (2%EFo|r]
3. Polygenic risk score for prediction of Alzheimer's disease (O (R
SIS (g eEH) 3. ASCO/CAP recommendation: Standards and guidelines for the
interpretation and reporting of sequence variants in cancer
Ol (O |e|C
22 (AM[2lCH)
16:30-17:00 £3| 9 AJARAl
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